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Hereditary spastic paraparesis

(Strumpell-Lorrain)

Hereditary spastic paraparesis is a
genetically heterogeneous
disorder of the CNS of which
slowly increasing spastic
paraparesis is the pivotal clinical

hallmark

R.P.M.Bruyn and PH.Scheltens
Handbook of Clinical Neurology, Vol. 15 (69), 1991

Strumpell, A.: Beitrage zur Pathologie des Ruckenmarks. Arch. Psychiatr.
Nervenkr. 10 (1880) 676-717

Striimpell, A.: Uber eine bestimmte Form der primdren combinierten
Systemerkrankung des Ruckenmarks. Arch. Psychiatr. Nervenkr. 17 (1886)
217-238

Lorrain, M: Contribution a I'étude de la paraplégie spasmodique familiale.
Thesis. Steinheil, Paris (1898)
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Gender and Onset distribution

« M/F ratio

54,79%

. Bimodal distribution 10—
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SPAST/SPG4 gene: identified variants
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Morbidity Map
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Hereditary spastic
paraplegia: Clinicogenetic
lessons from 608 patients

Schiile et al Annals of Neurology,
2016

Cohort of 608 pazients with

HSP - 519 index cases

196 SPG44 di SPG4 (149
IC)

Others: SPG7, 15, 10, 3.

279 pazients without
molecular diagnosis

SPG4; 149

SPG3,; 7

‘——“

unknown; 279

Diagnosis
SPG1 1
SPG3 T
SPG4 149
SPGS )
SPGT 25
SPG8 1
SPG10 4
SPG11 12
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*Clinical data
*Intrafamilial variability
*Modifying factors
*Genetic
*Non genetic
*Assessing efficacy of treatments
*Clinical trials
*Rehabilitation protocols
*Building european network
*Assessing epidemiological data across
countries




